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Examination of the CDH-1 gene in lobular carcinoma of breast- A
comparative study between digital PCR and Dual-FISH methods
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a5 8 1 E-Cadherin (E-Cad) @ #4513, FLIWNERORHOVEDTH D, E-Cad RIEMML
ik (HO) 12, FLIRNERE SRR OS2 ICE HARFIETH 2. —7F, ECadlttD/NERE &7
9 5%, AWFFEIE, E-Cad (HC) Bt /NEERE 12 B % E-Cad i 15T CDH-1(16q22.1) HE OR824 5
ZEEHMNET S, WARIF2013 ~ 2016 FF DRIE BRI TN FIBFIER D 5 5, ZiftE /N
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LI NEREORM OV DI, MIEEEENE-
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fbssk (IHC) 13, U/ & BN O #RIRE
WricE AR FETH B0, ECadlGiED/NER S
5%, 4, bhbhid, 524 )L PCR (D-PCR)
£33 L U2 4 Fluorescence in situ hybridization % (2
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2.1 2faFluorescence in situ hybridization (Dual-
FISH) i&

FFPEX A R&W/NT 7 1« 2%, 10mM 7 >
[ /N w 7 7 80° C5543 1 T, 0.01N HCL+
80mg pepsin 37° C30 %) ¥ s B E LR 2 1T > 7=,
CDH-1 7 o0 — 7 (CDH-1 Fish Probe: RED 5ROX,
Empire Genomics, New York) Z7/R{AC, 16FHM
Kot > bho Ay Fo— 7 (CEP16, Spectrum
Aqua Probe: Abbott Molecular Inc. Vysis, Tokyo, Ja-
pan) % Spectrum Aqua CHE#%L 7z . Uo7 o—
TREWEATA RAT2I20H, 83CT3HME
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TUFAE—2 3> Utk WL, DAPLII Cxtth
Y U=, HOCBEMEE (Carl Zeiss Microscope, To-
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lwz ™ >~ U7z, CDH-1 REOHIWHEHEL, CDH-
1/CEP16 ratio = 0.8 & L7z, F£7z, 20EOHIED S
5 CDH-1 3 7 F )V INBAR O HMIEAY (5 8 5 2 (single
signal cell) £160% & 0 £ &3 Hfiloss & L 722,
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2.2 FT#JVPCR (D-PCR) ikIC &3 CDH-1 DNA
T2/

Recover All™ Total Nucleic Acid Isolation Kit T
C, FFPE (Thermo Fisher Scientific Inc.) > /)l
D DNA Z#iH U, QuantStudio 3D 5% JL PCR
AT LIZTC, CDH-1 DNA® & & %17 > /=, CDH-1
Probe {3, TagMan® Copy Number Assay (Assay ID:
Hs0561677_cn) ; Reference 1%, TagMan® RNase P
Assay (Thermo Fishertt) % ffi ff L 7=. D-PCR®

CDH-1 R4 D] W H#E1X, CNV/RNase<0.5 & L 7=,
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1) Dual-FISH;%IC & % CDH-1 &R FRFTDER

a. CDH-1 RIEIZ5%ER], S5 E-Cad IHCRAIEL, B2
P 4SEHI TdH > 7z, K113, Dual-FISH % CDH-1
k48, E-Cad IHC R&1EAE#,
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c. CDH-1 single signal ® #f & ( %) 13, CDH-1/
CEP16 LLITH RITHBI L TWw/z (p=0.001),
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b. E-Cad IHC D51 - BETEREGIC A B A2 H 5
7= (K2¢),
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a. D-PCRi#12 X % CDH-1 DNA#& (CNV/Rnase) &
Dual-FISH % @ CDH-1/CEP16 LbIZHIBIIZFE D 72
Mo 7= (p=0.269) (M3a.),
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FHBIR%L -0.550. 4 ERER p=0.005

CDH-1 signal loss

CDHI D-PCR (CNV/Rnase)
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3 7Y% )V PCR(D-PCR) i & % CDH-1 DNA T %3 & U Dual-FISH % @ L i & f5 Fo ab. 1L E-Cad B21E - BE 14241

(n=27), c.d. | E-Cad [a1%:45 (n=21)

(p=0.054, [XI3b.) ZmRL 7z,

b. E-Cad (IHC) Fatk - BAME/NEEBER O Foige Tl
Dual-FISH . T % D-PCRiL T 6 CDH-1 ® & ) 72
BREEIEDRMN ST,

c. E-Cad (IHC) [afE#t T3, D-PCR{k & % CDH-1
DNA &!%, Dual-FISH{%IZ X % CDH-1 signal loss
DOHE (%) ITHRITHBIL Tz (p=0.005,
3d). £z, BEMAEZZHRL S LD,
D-PCRy% & % CDH-1 DNA & {3 Dual-FISH % @
CDH-1/CEP16 tbiZ 1E @ AH B f#E 7] (p=0.076,
3c.) 2Lz,
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E-cadherin®EH DO RHE 25 SR I THKE L T,
E-cadherin @i {5 ¥ CDH-1 (16q22.1) DA HE, K,
gene methylation, LOH, W3 16FRAKERD
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4, D-PCRi£1Z2 & % CDH-1 DNAE & (CNV/Rnase)
& Dual-FISH 7% @ CDH-1/CEP16 LLIZHHESILRE D 72
Mo 72/, D-PCREIZEL % CDH-1 DNAE & & Dual-
FISH{%:® CDH-1 > 7 F )L DN EAKR D HI R AY 5 8 5 #
(CDH-1 single signal D$8%) [ZFAREEM 2R L, R
IZE-Cad (IHC) REMERETIZ, AEICHEIL Tz,
ZTORKE LT, FM/NERII16FLAERDE S
i loss %> gain D FEAESE AT <, CDH-1/CEP16 [t
£ 0%, CDH-1single signal D#E (%) 23k D —%
T 5 EHIEN, E/z SEIOVITITHE > 7= iEFIE
MYENZEH—HELTEASND,
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E-Cad &tk - B5PE/NEE9E T3, CDH-1EETO&E
7RISR SNl 12720, REDSN DT
I2& % CDH-1#RE S, sKWIZCDH-1E R FA R
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Nz,
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